The Middle Eastern respiratory syndrome coronavirus outbreak in the Republic of Korea has taken the world by surprise for its scale because the Republic of Korea is regarded to have one of the most advanced medical and public health systems worldwide. Now, a question has arisen---what would be the next infectious disease that could affect Korea? Considering the impact of climate change and vector existence in Korea, dengue fever (DF) is the most probable disease to affect Korea in a different aspect.

DF is a mosquito-borne febrile disease caused by dengue virus (DENV) [@bib1]. Four distinct serotypes of the virus (DENV-1--DENV-4) cause various forms of illness, from mild fever to severe dengue [@bib2]. A World Health Organization report shows that an estimated 50 to 100 million annual dengue infections have occurred in more than 100 countries [@bib3].

The virus is transmitted mainly by two mosquito species, *Aedes aegypti* and *Aedes albopictus* [@bib2], [@bib3]. *A. aegypti*, the principal vector, lives in regions where the average winter temperature is above 10°C [@bib3].

Because both Korea and Japan are located above this winter temperate zone, *A. aegypti* cannot survive. However, *A. albopictus*, a secondary vector, is abundant in both countries [@bib4], [@bib5]. Thus, both countries could be at risk of dengue transmission. In Korea, no indigenous dengue cases have been confirmed up to 2015, and all reported cases were diagnosed among travelers returning from endemic or epidemic countries [@bib6], [@bib7], [@bib8]. In Korea, DF has been classified as notifiable infectious disease since August 2000. DF is also a notifiable infectious disease in Japan, designated by the Infectious Disease Control Law in 1999 [@bib9], [@bib10]. In Japan, there were DF outbreaks between 1942 and 1945; however, no domestic cases were reported prior to 2014 [@bib9], [@bib10], [@bib11] when Japan experienced an unexpected small dengue outbreak in 2014 [@bib12].

In the current issue of *Osong Public Health and Research Perspectives*, a study aimed to identify the possible outbreak of DF in Korea by comparison of characteristics of dengue cases with those of Japan. In this study, the authors conducted a comparative observation of the epidemiological characteristics and risk factors of DF between Korea and Japan during 2006 to 2010. To compare the epidemiological characteristics of dengue cases imported by travelers or immigration in both Korea and Japan, the authors concentrated on dengue incidence and related risk factors. During 2006--2010, 367 and 589 imported dengue cases were reported in Korea and Japan, respectively. In Korea, the presumptive origins for the dengue infections were Southeast Asia (82.6%), Southern Asia (13.9%), Eastern Asia (1.1%), South America (0.3%), Central America (0.3%), Africa (0.3%), and other countries (1.6%). In Japan, the origins of the infections were Southeast Asia (69.8%), Southern Asia (20.0%), Eastern Asia (1.7%), South America (2.5%), Central America (1.2%), Africa (1.2%), Oceania (2.4%), and other countries (1.2%). In both countries, more dengue cases were reported for men than for women (*p* \< 0.01), and those aged 20 to 30 years accounted for more than 60% of the total number of cases. The frequency of imported cases in summer and autumn (approximately 70% of total cases) was similar in both countries because of vacation season [@bib13].

The authors show that there is a similar pattern of imported dengue cases in Korea and Japan. Accordingly, it leads to a conclusion that there is a risk of an autochthonous dengue outbreak in Korea in the near future, similar to the outbreak that occurred in Japan in 2014.

The authors present an important perspective on an emerging infectious disease in Korea. We expect a further study with mathematical model once an index case is introduced in the Korean population and transmits the disease to neighbors, so that it can lead to an estimated number of casualties of the outbreak, and thus provide invaluable information to public health policymakers.
